Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.004 Å; R factor = 0.021; wR factor = 0.045; data-to-parameter ratio = 20.2.
Related literature
For the synthesis of the title compound, see: Mehrotra & Gupta (1966) . For related structures, see: Chandler et al. (1995) ; Genge et al. (1996) ; Hampden-Smith et al. (1991) ; Reuter & Kremser (1991 , 1993 ; Reuter & Schrö der (1992) ; Sterr & Mattes (1963) ; Webster & Collins (1974) ; Zhang et al. (2011) . For alcohol adducts of alkoxides, see: Vaartstra et al. (1990) .
Experimental
Crystal data [Sn 2 (C 3 Table 1 Selected bond lengths (Å ). Table 2 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; Ày þ 1; Àz.
Data collection: COLLECT (Nonius, 1998); cell refinement: DENZO/SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO/SCALEPACK; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL and publCIF (Westrip, 2010 (Sterr & Mattes, 1963) and Et (Genge et al., 1996; Webster & Collins, 1974) ], SnCl 3 (OCH 3 ).2CH 3 OH (Reuter & Schröder, 1992) (Zhang et al., 2011) . In all these cases, two octahedrally coordinated Sn atoms are bridged by two µ-OR groups. The molecular structure of the title compound ( Fig. 1 
Refinement
H atom of the hydroxy group was found from a difference Fourier map and refined isotropically. H atoms on all C atoms were included in calculated positions and constrained to an ideal geometry, with C-H = 1.00 (CH) and 0.98 (CH 3 ) Å and with U iso (H) = 1.2(1.5 for methyl)U eq (C). The highest residual electron density was found at 0.66 Å from O3 atom and the deepest hole at 0.91 Å from Sn1 atom. 
Computing details
Data collection: COLLECT (Nonius, 1998); cell refinement: DENZO/SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO/SCALEPACK (Otwinowski & Minor, 1997 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) and publCIF (Westrip, 2010) . ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

